Association study between apolipoprotein E gene polymorphism and diabetic nephropathy in a Taiwanese population.
Diabetic nephropathy (DN) is the most common cause of end-stage renal disease in Taiwan. Recent studies have demonstrated that the gene for apolipoprotein E (APOE) is associated with end-stage renal disease in African Americans. In this study, we aimed to test the hypothesis that common single-nucleotide polymorphisms in the APOE gene might contribute to the development of DN in a Taiwanese population with type 2 diabetes (T2D). We enrolled 180 patients with T2D found to have DN and 178 age- and sex-matched patients with T2D but without DN. The single-nucleotide polymorphisms rs7412 and rs429358 and common allele variants in the APOE gene were evaluated to test any association with DN. Multivariate logistic regression testing was used to determine factors associated with the risk of DN. The DN group had lower high-density lipoprotein cholesterol levels and longer duration of diabetes, higher systolic and diastolic blood pressure, and higher blood urea nitrogen, creatinine, and triglyceride concentrations than the group with T2D but without DN. Analyses showed no significant effects of APOE rs7412 and APOE rs429358 on the frequencies of the allele and genotype between subjects with T2D with and without DN. There were also no significant effects of APOE2 or E4 carriers on the development of DN, but multivariate logistic regression testing revealed that the duration of diabetes and triglyceride and hemoglobin A1c concentrations had independent effects on the development of DN. The APOE gene might not contribute to the risk of DN in Taiwanese patients with T2D.